	
	

	Send To:
	Patient Information

	UMC Utrecht Afdeling Pathologie
T.a.v. Moleculaire Pathologie Huispostnummer H04.312 Heidelberglaan 100
3584 CX Utrecht
	Name + initials:            …

	
	Address:                          …
Postal code + City:        …

	
	Date of birth:                 …

	
	Gender:                           …

	
	


Reception/ Admin:
Molecular Pathology:
Email: administratie-pathologie@umcutrecht.nl
Email: pathology-moleculardiagnostics@umcutrecht.nl
Tel: +31 (0)88 7558822
Tel: +31 (0)88 7574252



UMCU PA-number (label)


External PA-number (label)






	Applicant:
	

	Name:     …
	Submission date:     …

	Hospital:     …
	Email:     …
(required for sending results)

	Department:     …
	Treating physician/department:     …



	Submitted Material (please include H&E slides together with blanco slides, if available)

	 FFPE block
	 FFPE blanco slides
     (10 slides) (FISH: 6 COATED slides, 4µm)
	 Stained slides
     (Result delayed by 1–3 days)
	 Plasma EDTA
	 Vitreous tumor
	 DNA (ng/µl):

	 H&E slide
	 Cytology blanco slides
	 Frozen tissue
	 Cerebrospinal fluid
	 Blood
	 RNA (ng/µl):

	 Other (Consultation KMBP): …
	

	External PA-number

	     Tumor
	     Normal

	     …
	     …



	Request for Molecular Diagnostic Analysis

	Suspected Lynch Syndrome (include normal tissue slides)

	    Colorectal
	    MSI suspected Lynch
	  MMR protein expression
	
	 MMR-IHC (PMS2 and MSH6) + in case loss is indicated sequential MLH1 and/or MSH2

	
	
	  Idylla
	    >20% tumor cells required
	 Idylla Microsatellite Instability (MSI) analysis

	
	
	  Fragment analysis
	    <20% tumor cells
	 MSI fragment analysis     Normal tissue required

	
	    pMLH1 hypermethylation
	  MS-MLPA
	    >30% tumor cells required
	 MS-MLPA MLH1 promoter hypermethylation (incl. BRAF p.(V600E))     Normal tissue required

	    Non-colorectal
	    MSI suspected Lynch
	  MMR protein expression
	
	 MMR-IHC (PMS2 and MSH6) + in case loss is indicated sequential MLH1 and/or MSH2

	
	
	  Fragment analysis
	
	 MSI fragment analysis     Normal tissue required

	
	    pMLH1 hypermethylation
	  MS-MLPA
	    >30% tumor cells required
	 MS-MLPA MLH1 promoter hypermethylation (incl. BRAF p.(V600E))     Normal tissue required



	[bookmark: _Hlk219285109]Fluorescence In Situ Hybridization (FISH)

	Amplification
	 MDM2
	 MET
	 MYC
	 MYC-N
	         

	Translocation
	 BCL2
	 BCL6
	 MYC
	
	        



	Tumor Clonality / Tissue Identification

	 Tumor clonality
	 TSO500 DNA analysis (If applicable SNP-array; >30% tumor cells required; decision by KMBP)

	 Suspected sample mix-up (tissue identification)
	 Fragment analysis



	Other

	    MOLA/ triploidy
	    Fragment analysis 
	
	 STR analysis on foetal and maternal tissue

	    Chimerism
	    Fragment analysis
	
	 Whole blood
	 T-/ non-T
	 Bone marrow

	    DNA-isolation
	
	
	 Tumor tissue
	 Normal tissue
	 Other, specifically …

	    RNA-isolation
	
	
	 Tumor tissue
	 Normal tissue
	 Other, specifically …

	    Predictive IHC
	
	    PD-L1
	 Breast
	 Bladder
	 Lung
	 Stomach
	 Oesophagus

	
	    Protein expression
	    HER2/Neu
	 IHC
	 IHC (+ sequentially DISH)

	
	
	    Other
	 Pan-NTRK
	 ALK
	 ROS1



	Comments: Please indicate genes of interest in the case of "TSO500 other", "Archer Diagnostic (SuperPan) fusion gene analysis other", or "liquid biopsy NGS".

	     ...
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	Analysis for Therapy / Prognosis / Diagnosis (For panels, see: https://www.palga.nl/professionals/moleculaire-bepaling.html), for dutch guidelines Moleculair Diagnostics see: KNT-lijsten - NVMO)



	    Breast
	    CNV (amplification)
	    DISH
	
	 HER2/Neu amplification

	
	    Mutation
	    NGS
	
	 TSO500 DNA Basic Onco-Panel (incl. PIK3CA, ESR1)

	
	
	
	    Extended Onco-targets
	 TSO500 DNA Extended Onco-Panel (incl. CNV, MSI, TMB)

	    Cervix
	    HPV
	    RT-qPCR
	    e.g. tissue
	 HPV genotyping for low-risk (HPV6, HPV11) and 17 high-risk HPV types (RvA: M268)

	    Colorectal
	    Mutation
	    NGS
	
	 TSO500 DNA Basic Onco-Panel (incl. BRAF, HRAS, KRAS, NRAS, and PRESSING genes)

	
	
	    Idylla
	
	 BRAF p.(V600E/D) or p.(V600K/R/M)

	
	
	
	
	 KRAS (codon 12, 13, 59, 61, 117, 146)

	
	    MSI Therapy 
	    MMR expression
	
	 MMR-IHC (PMS2 and MSH6) + in case loss is indicated sequential MLH1 and/or MSH2

	
	
	    Idylla
	    >20% tumor cells required
	 Idylla MSI analysis

	
	
	    Fragment analysis
	    <20% tumor cells
	 MSI fragment analysis     Normal tissue required

	    Endometrium
	    Mutation
	    NGS
	
	 TSO500 DNA Basic Onco-Panel (incl. TP53 and POLE)

	    Oesophagus / Stomach
	    CNV (amplification)
	    DISH
	
	 HER2/Neu amplification     Please include IHC-HER2/Neu slides if available

	    GIST
	    Mutation
	    NGS
	
	 TSO500 DNA Basic Onco-Panel (incl. KIT and PDGFRA)

	[bookmark: _Hlk219277198]    Gliomas
	    Mutation
	    NGS
	
	 TSO500 DNA Extended Glioma Panel (incl. IDH1, IDH2, BRAF, TERT promoter, H3F3A/B,  
      Extended Onco-targets, MSI, and TMB status) + CNV analysis (incl. chr 1p/19q 
     co-deletion, EGFR amplification, chr 7+/10- status, CDKN2A)

	
	    Fusion gene
	    NGS (RNA)
	    Therapy
	 Archer Therapy (incl. ALK, BRAF, EGFR, NTRK1/2/3, FGFR1/2/3, RET, ROS1)

	
	
	
	    Diagnostic
	 Archer Diagnostic (SuperPan)

	
	    Tumor classification
	    EPIC-array
	    >30% tumor cells required
	 Methylation array brain tumor (incl. CNV analysis and MGMT promoter methylation)

	
	    pMGMT hypermethylation
	    MS-MLPA
	    >30% tumor cells required
	 MGMT promoter hypermethylation (incl. IDH1, IDH2 hotspot mutation, TERT promoter 
      hotspots)

	    Head / Neck
	    HPV
	    RT-qPCR
	    e.g. cytology, tissue
	 HPV genotyping for low-risk (HPV6, HPV11) and 17 high-risk HPV types (RvA: M268)

	
	    Mutation
	    NGS
	
	 TSO500 DNA Basic Onco-Panel (incl. TP53)

	
	    Fusion gene
	    NGS (RNA)
	
	 Archer Diagnostic (SuperPan)

	
	    Tumor classification
	    EPIC-array
	    >30% tumor cells required
	 Methylation array sinonasal tumor

	    Haematology
	    T/B-cell clonality
	    Fragment analysis
	
	 B-cell clonality (incl. IGH and IGK gene rearrangement)
 T-cell clonality (incl. TCRB, TCRG, and if desired TCRD gene rearrangement)

	
	    Translocation
	    FISH
	
	 Triple FISH parallel (MYC/BCL2/BCL6)
 Triple FISH sequential (MYC break --> followed by BCL2/BCL6) 
 BCL2                BCL6                MYC

	
	    Mutation
	    NGS
	
	 TSO500 DNA Haematology Panel

	
	
	
	    CLL
	 TSO500 DNA Basic Onco-Panel (incl. TP53)

	
	
	
	    Extended Onco-targets
	 TSO500 DNA Extended Onco-Panel (incl. CNV, MSI, TMB)

	
	
	    ddPCR
	    e.g. LPL/PCNSL/ PVRL
	 MYD88 p.(L265P)

	    Kidney
	    Mutation
	    NGS
	
	 TSO500 DNA other     Please indicate genes of interest in comments

	    Lung
    Adenocarcinoma / 
    Squamous cell carcinoma
	    Mutation + Fusion gene
	    NGS
	    Smoker / status unknown
	 TSO500 DNA Basic Onco-Panel (incl. EGFR, KRAS, BRAF, ERBB2, MET, TP53, STK11, 
      KEAP1, CDK4/6 amplification, TMB status) + sequential Archer Therapy (according to 
      Dutch guidelines)

	
	
	
	    Non-smoker
	 TSO500 DNA Basic Onco-Panel (incl. EGFR, KRAS, BRAF, ERBB2, MET, TP53, STK11, 
      KEAP1, CDK4/6 amplification, TMB status) + parallel Archer Therapy (according to Dutch 
      guidelines)

	
	
	
	    Extended Onco-targets
	 TSO500 DNA Extended Onco-Panel (incl. CNV, MSI, TMB)

	
	
	    Idylla
	    >10% tumor cells required
	 EGFR (incl. exon 18, exon 19 dels, exon 20 indels, p.(L858R), p.(T790M))

	
	    Fusion gene
	    NGS (RNA)
	
	 Archer Therapy (incl. ALK, MET ex14 skip, NRG1, NTRK1, NTRK2, NTRK3, RET, ROS1)

	
	    TKI resistance
	    NGS (DNA/RNA) +
    IHC/FISH/DISH
	
	 TSO500 DNA Extended Onco-Panel (incl. EGFR, KRAS, BRAF, ERBB2, MET, TP53, STK11,   
      KEAP1, CDK4/6, TMB) + parallel Archer Therapy, MET-FISH, IHC-HER2/Neu (sequential  
      HER2-DISH)

	
	    Liquid biopsy
	    ddPCR
	
	 EGFR ex19 del         EGFR p.(L858R)         EGFR p.(T790M)         KRAS p.(G12/13)

	
	
	    NGS
	    Pan-cancer
	 NGS ctDNA analysis (consultation KMBP)      Indicate genes of interest in comments

	    Melanocytic lesions /
    Melanoma
	    Mutation
	    NGS
	    Melanocytic lesions
	 TSO500 DNA Melano-Panel (incl. APC, BRAF, CTNNB1, GNA11, GNAQ, HRAS, IDH1, KIT, 
      NF1, NRAS, and TERT promoter)

	
	
	
	    Melanoma
	 TSO500 DNA Melano-Panel (incl. BRAF, HRAS, NRAS, KIT en NF1)

	
	
	    Idylla
	    >20% tumor cells required
	 BRAF p.(V600E/D) or p.(V600K/R/M)

	
	
	    ddPCR
	
	 TERT promoter (C228T/C250T)       BRAF p.(V600E)      NRAS p.(Q61)

	
	    CNV
	    SNP-array
	
	 SNP-array

	
	    Fusion gene
	    NGS (RNA)
	
	 Archer Diagnostic (SuperPan)

	    Ovaries
	    Mutation
	    NGS + MLPA
	    Tumor-First (TF)
	 TSO500 DNA TF-Panel (incl. BRCA1, BRCA2, BRIP1, PALB2, RAD51C, RAD51D, and CNV 
      analysis) + parallel MLPA BRCA1 exon deletion analysis

	    Prostate
	    Mutation
	     NGS
	
	 TSO500 DNA Prostate-Panel (incl. BRCA1, BRCA2, BRCA2 gene deletion, HRR pathway 
      genes according to Dutch guidelines and MSI)

	    Salivary Gland
	     CNV (amplification)
	    DISH
	
	 HER2/Neu amplification

	
	     Fusion gene
	    NGS (RNA)
	
	 Archer Diagnostic (SuperPan)

	
	    Tumor classification
	    EPIC-array
	    >30% tumor cells required
	 Methylation array salivary gland tumor

	    Sarcoma / Soft Tissue
	    Mutation
	    NGS
	
	 TSO500 DNA Basic Onco-Panel (incl. e.g. IDH1, IDH2, CTNNB1)

	
	    Fusion gene
	    NGS (RNA)
	
	 Archer Diagnostic (SuperPan)

	
	    Tumor classification
	    EPIC-array
	    >30% tumor cells required
	 Methylation array Sarcoma (incl. CNV profile)

	    Thyroid
	    Mutation
	    NGS
	
	 TSO500 DNA Basic Onco-Panel (incl. BRAF, KRAS, RET)

	
	
	    Idylla
	    >20% tumor cells required
	 BRAF p.(V600E/D) or p.(V600K/R/M)

	
	
	    ddPCR
	
	 BRAF p.(V600E)         TERT promoter (C228T/C250T)

	    Urothelial Cell/ Bladder
	    Mutation + Fusion gene
	    NGS (DNA/RNA)
	
	 TSO500 DNA Basic Onco-Panel (incl. FGFR3) + sequential Archer Therapy (incl. 
      FGFR3/RET/NTRK1/2/3)

	    Other
	    Mutation
	    NGS
	    Diagnostics (Solid tumors)
	 TSO500 DNA Solid-Panel

	
	
	
	    Therapy
	 TSO500 DNA Extended Onco-Panel (incl. CNV, MSI, TMB)

	
	
	
	    Other (see comment field)
	 TSO500 DNA other     Indicate genes of interest in comments

	
	    Fusion gene
	    NGS (RNA)   
	    Therapy
	 Archer Therapy (incl. NTRK1, NTRK2, NTRK3, RET)

	
	
	
	    Diagnostic
	 Archer Diagnostic (SuperPan)      Indicate genes of interest in comments

	
	    MSI therapy (non-colon)
	    MMR expression
	
	 IHC (PMS2 and MSH6) + in case loss is indicated sequential MLH1 and/or MSH2

	
	
	    Fragment analysis
	
	 MSI fragment analysis     Normal tissue required
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