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Motivation

n order to use full-length sequencing for genotyping of HLA and KIR, it is essential that novel alleles are characterised and submitted in full
ength and that known alleles are extended to cover the complete length of the gene. However, the manual annotation and submission of full-
ength sequences to the European Nucleotide Archive (ENA) and the IPD-IMGT/HLA or IPD-KIR databases is a time-consuming and error-prone
task. In 2016 we presented TypelLoader, a tool for automated full-length submission of novel HLA alleles. Here, we present an update,
TypelLoader2, with new features and extended capabilities.
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TypelLoader2 (2018): convenient administration of all your novel allele data
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Additional new features:

Allele Status

Lak Status

Programmatic submission to ENA via a REST API

Official Allele Mame

Automatic detection of null alleles caused by frameshift mutations

TypeLoader’s Graphical User Interface (GUI).

a. Complete TypeLoader-GUI displaying the Projects Overview. In this overview, aggregated data about all projects is shown. Closed projects are

Experlmental Support for KIR a”eles hidden by default but can be shown optionally.

b. Sample View. This detailed view shows all data about the novel alleles of one sample and allows viewing, updating and editing of all metadata as well
as downloading, viewing and editing of all files for this sample.

COﬂCI usion @ GitHub Downloqd from GitHub:
TypelLoader2 can easily be used on standard PCs without dependencies on other software. nttps.//github.com/DKMS-LoL/typeloader

With the added internal database, TypeLoader2 can be used as a lab’s central information platform on their novel full-length sequences.

We hope that the increased convenience and scope of TypelLoader2 will foster the submission of more full-length sequences to the IPD-IMGT/HLA

DKMS Life Science Lab

and IPD-KIR databases, ultimately promoting the widespread use of full-length sequencing for genotyping of both HLA and KIR.
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